©
2012 2014

Exploring a novel therapy of hormone-resistant breast cancer by short RNA
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We have found HMGAla binds to RNA in a sequence-specific manner and induces
alternative splicing. While investigating this function in the estrogen-receptor alpha(ERa )gene, we
found a “ decoy RNA" of HMGAla reverses its effect on ERa when stable transfectants of MCF-7 mammary
carcinoma cells form tumors in nude mice. Since the expression of miR-16, which is known to downregulate
HMGAla, is decreased in these tumors, and has a strong homology to HMGAla RNA binding sequence in its
seed sequence, we hypothesized HMGAla regulates its own regulating micro-RNA by its sequence-specific RNA
binding function. This implies a positive feedback mechanism of HMGAla which is known as oncogenic

protein product.
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