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Action mechanisms of synthetic retinoids to the colon cancer connected with the
regulation of nuclear receptors.

NAKAYAMA, Yoshifumi

3,900,000

TAC-101 ATRA  Am80

GO TAC-10
1 TAC-101

TAC-101

4-[3,5-bis(trimethylsilyl)benzamide] benzoic acid (TAC-101) is a novel
retinobenzoic acid derivative. All trans retinoic acid (ATRA) and Am80 are already clinical using for
treatment of acute promzelocytic leukemia (APL). In this study, for the elucidation of the mechanical
action of TAC-101 to inhibit the metastasis of colorectal cancer or carcinogenesis of colorectum, we have
researched the chan?ed gene expression of colon cancer cells by TAC-101, ATRA or Am80 using microarray
analysis. Gene Ontology analysis and Pathway analysisi were performed to these changed genes selected by
microarray analysis. Additionally, immunostaining of these changed genes were performed to the hepatic
metastatic tumor and normal liver in rat hepatic metastatic model and colorectal tumor and normal colonic
mucosa in rat chemical colon carcinogenesis model. These experiments have indicated the several candidate
genes, such as RIP140 (NRIP1), EDAR, GADD153 (DDIT3), targeting by TAC-101.
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