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The association between genetic variants identified by GWAS and prostate cancer
risk and mortality

Motofumi, Suzuki
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We revealed that the TMPRSS2 Metl60Val polymorphism was significantly associated
with clinical prostate cancer risk in a native Japanese population. Comparing with Val/Val genotype,
age-adjusted odds ratios (95% ClS% were 1.418 (1.030-1.956) for Val/Met and 1.906 (1.230-2.979) for
Met/Met genotype, respectively. The polymorphism was not associated with the risk of latent prostate
cancer-.

We also conducted a replication study on 55 genetic polymorphisms that were associated with prostate
cancer susceﬁtibility found by genome-wide association studies. We found only 6 polymorphisms that
located on chromosome 8 were significant risk factor of clinical prostate cancer in a native Japanese
population. These 6 polymorphisms were not associated with the risk of latent prostate cancer, either.
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