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Candidate gene analysis of well-known genes in primary open-angle glaucoma patients
utilizing custom-made gene chip
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In this study, we performed a case-control analysis in 609 single nucleotide
polymorphisms (SNPs), which are selected from our original clinical database collected for more than 15
years and from our genomic information of more than 4000 cases, between primary open-angle glaucoma
(POAG) patients and normal controls, and found several new SNPs that related to Japanese POAG patients.
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Locus SNP
MTHFR 1p36 29
NPPA 1p36 12
GSTM1 1p13 12
MYOC 1924 55

OCLM 1925 5
OPTC 1932 6
CYP1B1 2p22 53
ILIA 2q14 14
ILIB 2q14 11
OPA1 3029 21
EDNRA 4931 33
WDR36 5q22 62
ADRB2 5032 28
TNF 6p21 31
TAP1 6p21 17
CDKN1A 6p21 16
NOS3 7936 19
OPTN 10p13 34
ADRB1 10g25 22
IGF2 11p15 42
TP53 17p13 43
OLFM2 19p13 8
APOE 19913 22
GSTT1 22q11 14
609 SNPs
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st  POAG 445 443
HTG 169 168
_________________ NTG 276 275
Control 537 515
end  POAG 417 _: 400
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Control 391 385
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SNP 1D P OR 95 CI
rs1993465 POAG 0.03 1.12(0.92-1.35)
HTG 0.33 1.09 (0.84-1.41)
oo NTG0.03  1.14(0.91-1.41)
rs13153937 POAG 0.04 1.12(0.92-1.36)
HTG 0.23 1.13(0.86-1.47)
oo . NTG__0.06  1.12(0.89-1.39)
rs6859041 POAG 0.03 1.12(0.92-1.35)
HTG 0.33 1.09 (0.84-1.41)
oo NTG 0.03  1.14(0.91-1.41)
rs2034896 POAG 0.03 1.12(0.93-1.36)
HTG 0.31 1.09 (0.84-1.41)
NTG 0.03 1.14(0.92-1.42)
5
SNP ID P OR 95 CI
rs751621 POAG 0.22 1.13(0.93-1.38)
(OPTC) HTG 0.69 0.95(0.73-1.24)
oo NTG _0.04 1.27(1.01-1.61)
rs1078839 POAG 0.20 1.13(0.94-1.37)
(OPTC) HTG 0.58 0.93(0.72-1.20)
oo NTG 0.03  1.29(1.03-1.61)
rs1042720 POAG 0.01 1.28(1.06-1.54)
(ADRB2) HTG 0.22 1.17 (0.91-1.52)
NTG 0.01 1.35(1.09-1.67)

rs1549758 POAG 0.06 1.30 (0.99-1.70)

(NOS3) HTG 0.03 1.49 (1.05-2.12)
NTG 0.31 1.18(0.86-1.62)
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