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Development of the method for ex vivo expansion of corneal epithelial cells
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In regenerative medicine, efficient cell proliferation is a very important
factor. In the present study, we focused on constructing cells for the screening of small-molecule drugs
that enhance cell Broliferation. Cells were constructed to express the well-known tumor—sup?ressor
retinoblastoma (pRb) protein by introducing the RB1 gene that is regulated under the control of
tetracycline to an osteosarcoma cell line. As expected, when pRb protein was expressed in the constructed
cell by adding tetracycline, cell proliferation arrest and cell senescence was induced in the cells. If
cell proliferation can be observed when simultaneously adding tetracycline and certain small-molecule
drugs to the cells, the small-molecule drug may have an inhibitory effect on the pRb protein in terms of
the arrest of cell proliferation. Among the 48 clones that we obtained, the best clone achieved 0.8 in
Z' value. The cells may be useful for the screening of small-molecule drugs to inhibit pRb protein.
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