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Identification of novel gastric systems by comparing genomic sequences between stoma
chless fishes and true stomach fishes
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Some species of teleost fishes lack stomach and are called stomachless fishes. It
is likely that the genomes of stomachless fishes lack genes involved in the function of the stomach and th
at the genes commonly deleted in stomachless fishes contain unknown gene. To understand stomachless charac
teristics at genome level and to identify an uncharacterized gene that is involved in known or unknown sto
mach function, we compared open genome resources of stomachless fishes (pufferfish, zebrafish, etc.) and t
rue stomach Ffishes (stickleback, etc.). Seven genes involved in the gastric function (atpda, atp4b, kcne2,

slc26a9, vsigl, cldnl8, pgca are commonly absent in the genome databases of stomachless fishes. Stomachle

ss fishes also lacked an uncharacterized gene, c3orf55, which is homologous to acid-activated amino-acid t
ransporter family. This finding suggests that the novel acid-activated amino-acid transporter mediates ami
no-acid sensing or metabolism In the stomach.
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atpda ATPase, H*/K* exchanging, alpha polypeptide
atpdb ATPase, H*/K* exchanging, beta polypeptide
kene2 potassium voltage-gated channel

slc26a9 | solute carrier family 26, member 9

vsigl V-set and immunoglobulin domain containing 1
cldn18 claudin 18
pgc progastricsin (pepsinogen C)

pradcl protease-associated domain containing 1
c3orf55 chromosome 3 open reading frame 55

atpbv0d2 | ATPase, H* transporting, lysosomal 38 kDa
mtchl mitochondrial carrier 1

ano4 anoctamin 4

dede2c doublecortin domain containing 2C

ankubl ankyrin repeat and ubiquitin domain containing 1
tssklb testis-specific serine kinase 1B

bankl B-cell scaffold protein with ankyrin repeats 1
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