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Chromatin loop structure prediction via fatgraph

Kodama, Hiroki
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S0(3)-connection model of protein is a graph that each vertex is a peptide unit
and on each edge rotation matrix of peptide units is given. We used this model to construct a system that
visualize the difference of 3D structures of proteins. We contrived a model via Cantor set that
explicates the loop structure of Chromatin. We also described pH-induced protein denaturation via grid
model of protein.
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