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Genome-wide in vivo footprinting by next-generation sequencing
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Proteins that act on genomic DNA functionally regulate the genome. Accordingly, if
we can comprehensively reveal the interactions between genomic DNA and proteins in living cells, we will
substantially deepen our understanding of how the genome works. As a novel method toward this goal, we tri
ed to develop a method termed DMS-Seq that uses dimethylsulfate (DMS) and next-generation sequencing. Foll
owing the optimization of the method, we applied it to the baker"s yeast as a model system and successfull
y detected signals on regions known to regulate gene expression. These results would suggest the feasibili

ty of this approach.
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