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Chalenge to make 'genome swapping" using Streptomyces linear genome.
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Toward establishment of bacteria having artificial twin genome functions, we tried
to make Steptomyces lividans having whole Bacillus subtilis genome on the linear chromosome. We establish
ed cytoplasmic mixing method by using protoplast fusion between S. lividans and B. subtilis. To make twin
genome functions, we applied site-specific integration system from actinophage phiC 31. In the case of usi
ng plasmid as the guest genome, we succeed to integrate into the host genome as on the experimental design
. In the case of whole B. subtilis genome, we could detect the integration phenomena as antibiotic resista
nce, but we were not able to detect B. subtilis genome on the host genome. This imEossibility may be cause
d from large GC content difference of both genomes. To take another approach to make the twin genome, we t
ry to make conjugative transfer of large DNA from Eschericia coli to B. subtilis, and we make stable and n
ovel protocol for the inter-species conjugative transfer.
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Gene transfer method using cross-species

conjugal transfer.
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