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We developed several genetically encoded probes that monitor DNA methylation states,
which we hope will revolutionize our ability to study epigenetic regulation in individual cells. By tuning
the affinity of the probe for methylated DNA, we tried to increase the probe response while minimizing
the toxicity to recipient cells. Also, we diversified the color of the fluorescent proteins employed in the
probe in order to facilitate simultaneous imaging DNA methylation in conjunction with the cell cycle.
The microscope system for performing live imaging with a high spatial resolution was built up. We will
continue to work on this project in the next Grant-in-Aid for Scientific Research (C) in the H25 fiscal
year.
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