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Isolation of thermophilic bacteriophages were carried out with geothermal waters a

nd sediments in hot springs from Obama hot spring and Komatsu-jigoku hot spring. Isolated phages, phi OH3,
phi OH16, phi KJ3, phi KJ4 and phi KJ5, were examined with plague formation, morphology, host range, repl
ication and genome structure. All isolated phages were categorized into Inoviridae, and predicted ORFs on
these phages showed high similarities together. These results suggested Thermus filamentous phages are res

emble together, regardless of isolating points.
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