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The aims of this study was the isolation of unknown docosapentaenoic acid (DPA)
biosynthetic genes from DPA-producing marine Labyrinthulid, Labyrinthuila sp. strain L59, and the
polycistrinic expression of the isolated DPA synthetic genes in Saccharomyces yeast.

Proliferation of DPA-producing Labyrinthuila sp. strain L59 is known to be activated by co-cultivation
with bacteria (especially with Psychrobacter phenylpyruvicus strain LB004). But DPA could not be found
using this co-cultivation method. After obtaining genomic DNA from cryopreserved agar block containing
cells of Labyrinthuila sp. strain L59, we try to determine the draft genomic DNA sequence of
Labyrinthuila sp. strain L59 using a next-generation sequencing to find the DPA biosynthetic genes.
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