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As infection with intestinal residential bacteria depends on the host immune
system and induces tumor formation, bacterial infection was predicted to be a potential risk factor of
carcinogenesis, as is the case for oncoviral infection. The aim of this study was to reveal the effect of
bacterial infection on cell proliferation through the functional analysis of Tarp molecules in Chlamydia
trachomatis. We created a humanized C. trachomatis tarp gene and successfully constructed a system for
ectopic Tarp expression in animal cells, which has been considered difficult thus far. We also studied an
approach to create genetically modified animals using the humanized genes.
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