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Extraction of high quality genomic DNA from postmortem tissue
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i ) Autopsy is the one of the most important method for elucidating the cause and
mechanism of the disease. The problem is that nucleic acids in postmortem tissue are easy to degenerate

momentarily, so it is very important that we know the extent of the degeneration of the nucleic acids in
postmortem tissue.

In this research, we showed clearly that h|?h molecular weight genomic DNA was preserved in the
postmortem tissue freezed at , regardless of kinds of the organ and postmortem time. Furthermore,
it was suggested these postmortem DNA could be applied to the next-generation sequencing analysis.
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