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MFER RO EE (Fn30) @ 2 8 —%ZM (CNP) LB EF2HO—>Th Y, BT oBik
HiZHo72 % DNA IO 2 —HITBAERHD LV H D TH D, ZD CNP (TR EL
GOTREA R L OMERRE SN TND, TNETIEERA L OBMRIZONTIHIZE AL
WEIh TRy, ZOoMBBRICHOWTHE L7, Array comparative genomic
hybridization % VN TIEDS AURESLME CNP i iElink 24 PR3 U 7, HEDS A2 M CNP 1% 10 1 i
FEL., M3% CNP HBBEE 1IN ABE T 55-710% ThHo7-DIZR LT, 22 ha—L T
L0 7% ThoTe, 2D CNP ZiHRDHZ & T, ERAIZZ D0 & & TlICE 2 REMED /R
Iz,

WFFERRE OB EE (3530) : Copy number polymorphisms (CNP) is one of genetic variations and
involve gains or losses of several to hundreds of kilobases of genomic DNA among
phenotypically normal individuals. Recent studies have described associations of CNPs
with various common disorders as well as mental illness. Although CNPs are expected to
affect pancreatic cancer, little is known about this association. These gap, in our knowledge,
prompted us to study this relation. Array comparative genomic hybridization was
performed to search for candidate CNPs related to pancreatic cancer susceptibility. We
found 10 CNP markers associates with pancreatic cancer risk. The frequency of the CNPs
were 55-70% in patients with pancreatic cancer and 0-7% in controls. These findings may
lead a new means of risk assessment for pancreatic cancer.
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