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I have identified a number of genes which were up- or down-regulated by
siRNA-mediated knockdown of M-LPH or Rhit. No significant differences in histological appearance were
observed between Rhit-/Rhit- mice and wild-mice. It was shown that RhitH binds to the Ttk 69K binding
site and functions as a transcriptional repressor in M-LPH expression, and that expression of RhitH gene
is transcriptionally regulated by two transcription factors, FOXD3 and GABP.
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