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Development of the analytical method of the cancer stem cell using the ATP sensor in
the cell
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We examined the analysis of energy metabolism of the ATP. Adenylate kinase isozyme

expression was related to energy metabolism. In addition, an oxygen consumption rate changed by a knockdo

wn of the adenylate kinase was evaluated by using the flux analyzer, and the change of the metabolic syndr

ome light included in TCA cycles such as the fumaric acid was recognized by the metabolome analysis, and i
mportance of the adenylate kinase in the metabolism was shown.
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