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Analysis of intracellular traffic of siRNA
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i Oligonucleotide therapeutics, such as siRNA and antisense oligonucleotides, has
attracted attention as an innovative medicine for intractable diseases that have no cure. However, it is

largely unknown how oligonucleotide therapeutics is incorporated into the cell, and subsequently,

transported to the target RNA. In this study, we identified some molecules which are involved in
incorporation of oligonucleotides into HEK293 cells.
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