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Genome-wide mapping of Msuashil-RNA interaction

Yano, Masato

3,400,000 1,020,000
in vivo -RNA HITS-CLIP RNA
Musashil(Msil) Msi1-RNA
Msil RNA 1 Msi1-RNA
Msil RNA Msil RNA

Msil

To understand a comprehensive role of neural RNA binding protein, Msil, which is e
xpressed in neural stem cells, we generated genome-wide Msil-RNA binding map on the mouse embryonic brain
by using HITS-CLIP, High-throughput sequencing of RNA isolated by crosslinking immunoprecipitation methods
. By using Msil-RNA interaction map, we identified robust Msil RNA binding regions transcribed from the ge
nome, specific in vivo RNA motif at the 1nt resolution, identified by CIMS assay and many novel RNA target
s of Msil. In addition to previously known Msil function, we found the novel functions of Msil in various
aspects of RNA processing, validated in null mutant mice and gain of function study.
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