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Role of acetylation of transcription factor CRP in network of metabolic regulation

Shimada, Tomohiro
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It was observed that the variation of acetylation level of CRP (CAMP receptor
protein) along growth phase and examined the effect of acetylated CRP for promoter activity of under
regulated ?enes in Escherichia coli. We succeeded the identification of the genome distribution of CRP
and RNA polymerase. It is useful to understand the molecular mechanism of transcriptional regulation of
E.coli genome. It is also revealed that CRP enhanced formation of 100S ribosome by transcriptional
activation of rmf (ribosome modulation factor).
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