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Analysis of the aberrant translational stall and its release during translation reac
tion.

Takahashi, Shuntaro
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Genetic information on DNA is transcribed into mRNA and then translated into prote

in. Duding translation process, the rate of synthesis of protein was varied by various factors. Thus, it h

as been supposed that the translation reaction possibly stalls aberrantly and restarts from stalling. In t

his study, we established the methodology by using quart-rystal microbalance to monitor the aberrant trans

lational stall and its release. As a result, we found that the freguency of translational stall depends on

each sequence of genes. Moreover, we proposed a novel mechanism of translational stall and restart from t
he experimental results of translational restart from the artificially translational stall.
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