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New NMR data analysis and signal processing methods for in-cell NVMR
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In this project, we developed new NMR protein structure calculation and signal
processing methods specifically for in-cell NMR. In the signal processing, Quantitative Maximum Entropy
QVME) that we recently developed dramatically improved in-cell NMR spectra, and achieved recording the
irst 3D NOESY spectra in an Eukaryotic cell (Sf9 cell). In the NMR structure calculation, we succeeded

to implement a new structure calculation method based on Bayesian inference, which notably improved
in-cell NMR structures. Furthermore, we succeeded to implement into CYANA a function to iteratively
analyse PseudoContact Shift (PCS) data with structure calculation. These new methods will contribute to
extend in-cell NMR structure determination to generalized technique.
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Res. Commun.,457, 2015, 200-205).
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