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Purpose of this study is to understand the regulatory mechanisms of
Boron-dependent mRNA degradation of NIP5;1, a boric acid channelin Arabisopsis thaliana.
First, in order to identify genes involved in B-dependent NIP5;1 mRNA degradation, 1 screened M1 plants
from an ethyl methanesulphonate-mutagenized population by GFP fluorescence as an indicator. After
screening of M2 plants, five individual mutants were obtained. Second, | revealed that ribosomes stall at
the minimum upstream ORF, AUGUAA, in the 5 -untranslated region of NIP5;1, in a boron-dependent manner,
and this stalling is accompanied by mRNA degradation. It is possibly that this regulation of gene
expression through ribosome stalling at AUGUAA is a general system in eukaryote.
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