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The identification of the factor about intracellular parasitism of Mycobacterium
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It was revealed that the flexibility of a loop, which is located in the active
site of diadenosine tetraphosphate phosphorylase from Mycobacterium tuberculosis (MtAPA), might be
correlated with substrate specificity of MtAPA. Based on the results of the structure-function analysis
of MtAPA, new inhibitors of MtAPA were found. Moreover, it was showed that the MtAPA homologous proteins
from M. avium and M. smegmatis possess diadenosine tetraphosphate phosphorylase activities and that the
new inhibitors of MtAPA could inhibit the activities of these proteins. On the other hand, it was
revealed that Rv2614c protein from M. tuberculosis is an aminoacyl-tRNA synthetase. It was expected that
the results in this study would be valuable in elucidating the mechanism of intracellular parasitism of
M. tuberculosis and developing the new anti-tuberculosis drugs.
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