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Ibaraki virus (IBAY) is a strain of the epizootic hemorrhagic disease virus
(EHDV) serogroup, which belongs to the Orbivirus genus of the Reoviridae family. Reverse genetics (RG)
system is one of the strong tools to understand molecular mechanisms of virus replication. Here, we
developed a RG system for IBAV to identify a nonessential region of a minor structural protein, VP6, by
generating VP6-truncated IBAV. Interestingly, the nonessential region of VP6 is sheared in orbiviruses.
In addition, several tags were inserted into the truncated region of IBAV VP6 to produce viable
VP6-tagged IBAV. We demonstrated that tagged-VP6 Broteins were First assembled into puncta in cells
infected with VP6-tagged IBAV. Further, as it is believed that orbivirus VP6 is likely to be important
for genome packaging, we tried to clarify how orbivirus VP6 could recruit virus genome into the particle
by using several orbivirus RG systems.
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