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Mechanism of inhibition of ATP synthase by phytopolyphenols

Sekiya, Mizuki
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ATP synthase generate ATP using energy from a proton motive force across the membr
ane. Their mechanism includes subunits rotation, which are essential for energy coupling between proton tr
ansport and catalysis. We have studied the inhibitory effects and inhibition mechanism of phytopolyphenols
. | found curcumin and its analogues inhibited ATP synthase F1 sector. We also found piceatannol and beta-

gamma interface mutation affect the rate-limiting transition step, even though they perturb physically sep
arated rotor-stator interactions. These data indicate that both rotor-stator interaction sites contribute

to formation of the rate limiting transition state.
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