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Epigenome information profiling for molecular basis on seed epigetics
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Genomic DNA and histone modifications, such as methylation, acetylation and phosph
orylation, code for epigenetic information which control cellular function such as gene expression and reg
ulation. This information is independent of the nucleic acid sequence, and is transmitted and maintained t
hrough cell division and generations. However, the epigenetic dynamisms among plants, especially dry seed
to its germinal stage at individual grain level, have not been well characterized. In this study, an exper
imental model system was developed to analyze pattern of the genomic DNA methylation and histone modificat
ions in genetically modified and wild-type rice. The obtained data were analyzed using multivariable stati
stical method. For the first time, the epigenetic information profiling showed that the genetically modifi
ed seed may differ from the wild-type seed.
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