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Comprehensive DNA methylation analysis in the close interaction between Epstein-Barr
virus and host cell

Matsusaka, Keisuke
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Gastric cancers (GCs) have a characteristic subgroup with Epstein-Barr virus (EBV)
latent infection. EBV-positive (EBV(+)) GC showed extremely higher methylation phenotype and EBV infectio
n induced genome-wide de novo DNA methylation in a low-methylation cell line, MKN7, resulting in acquisiti
on of EBV(+) particular phenotype. In this study, we tried to clarify the mechanism to induce de novo DNA
methylation through time-series analysis of DNA methylation focusing on both host cell and virus. As a res
ult, the EBV genome methylation preceded to the host cellular genome methylation, which implied that there
should be well-ordered mechanism through close interaction between EBV and host cells. Host cellular geno
me-wide methylation completed in only 4 weeks. This study might lead to breakthrough about the mechanism o
f induction of aberrant DNA methylation.
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