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In order to clarify the clinic pathologic features of CRTCIMAML2 and CRTC3MAML2, w
e analyzed them by the another method, FISH analysis. As a result, we suggested FISH higher sensitive dete
cts about these gene abnormalities, compared to RT-PCR method. We reported these results to then paper. <C
linicopathological significance of MAML2 gene split in mucoepidermoid carcinoma. Cancer Sci. 2013;104:85-9
2>
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Table 1. Sequences of primers

Primer

Sequence (5-3")

CRTCI1A (outer)
CRTC1Bt (inner)
CRTC3A (outer)
CRTC3B (inner)
MAML2A (outer)
MAML2Bt (inner)

tcgcgctgcacaatcagaag
gaggtcatgaaggacctgag
tcgcgctgcacacgcagaga
cagagacaggccgaggagac
ggtcgcttgctgttggcagg
ttgctgttggcaggagatag

tPrimers used for quantitative RT-PCR. CRTC 1, cCAMP response
element-binding protein (CREB)-regulated transcription coactivator 1
(CRTC1); MAML2, mastermind-like gene 2.
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Table 2. Patients’ characteristics
Clinical findings
Age (years) Mean 53.7
>60 35
<60 60
Sex Male 51
Female 44
Tumor site Major 37
Minor 58
Tumor size >2 cm 53
<2 cm 42
Nodal status Positive 19
Negative 76
Clinical stage LN 74
n, v 21
Histological findings
Histrogical grade Low 67
Intermediate 9
High 19
Cystic component >20% 46
<20% 49
Neural invasion Positive 8
Negative 87
Necrosis Positive 18
Negative 77
Mitoses >4/10 HPF 19
<3/10 HPF 76
Anaplasia Positive 30
Negative 65
RT-PCR
FISH
FISH Fig.3

Fig. 3.
signals. Arrowheads indicate unsplit MAMLZ genes.

MAML2
real-time PCR

FISH analysis for the MAMLZ gene split. Arrows indicate split

Fig.2
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Fig. 2.
quantifiable tumor cases (n = 12).

RT-PCR FISH
Fig.4 4
Fig.4 " No
detectable MAML2 abnormalities (MAML2
split-negative) (n=33)’
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Fig. 4. Mucoepidermoid carcinoma cases (n = 95) are divided into
four groups using RT-PCR assays for CRTC1/3-MAML2 fusions and FISH
analysis for the MAML2 gene split. The X-MAML2 group may include
mucoepidermoid carcinoma cases with non-CRTC1/3 fusion partners
and those with low fusion transcript expression.
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