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A novel mechanism for the regulation of mRNA metabolism in innate immune cells
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Macrophages play fundamental roles in innate immunity. They consist of two main
functional subsets, M1 and M2, which are differentially involved in inflammation and its resolution. In
this study, the differences in the RNA metabolic machineries such as stress granules (SGs) and processing
bodies (P-bodies) in M1- and M2-polarized human macrophage THP-1 cells were investigated. M1-THPs had
less ability to assemble oxidative-stress-induced SGs than M2-THPs. In contrast, P-body assembly upon
TLR4 stimulation was increased in M1-THPs as compared to M2-THPs. These results suggest that mRNA
metabolism is controlled differently in M1-THPs and M2-THPs. Knocking down EDC4 or Dcpla, which are
components of P-bodies, severely reduced the production of IL-6 in M1-THPs without decreasing the amount
of IL-6 mRNA, indicating that the formation of P-bodies containing EDC4 and Dcpla is critical in the
posttranscriptional regulation of IL-6.
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