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The study of attachment and entry mechanism of hepatitis E virus into hepatocyte
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Comparative analyses between hepatitis E virus (HEV) infection-permissive and
-nonpermissive human hepatocytes by using gene expression profiling, proteome analysis and screening of
cDNA library led to the identification of strong receptor candidate. We are now planning to elucidate the
function of this candidate gene to viral attachment and entry into hepatocytes. To date, the effective
method to control HEV infection is not yet established, but we believe this study will contribute to the
development of effective vaccine and therapeutic drugs.
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