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Mutational analysis of cardiac ion channel detected in sudden cardiac death

Murakami, Chikako

2,000,000 600,000

25 32 KCNQL 5 KCNH2 4

In most cases of sudden death, cause and manner of death can be established, with
many attributable to cardiac abnormalities evident at autopsy. A significant number of sudden cardiac deat
hs, however, particularly in young people, remains unexplained following a comprehensive medicolegal inves
tigation, including autopsy and laboratory tests. In this study, comprehensive screening of cardiac ion ch
annel genes, KCNQl and KCNH2 were preformed in sudden cardiac death. It was examined whether screening of
these SNPs could provide for genetic based diagnosis of sudden cardiac death. These results suggested that

5SNPs in KCNQ1 and 4SNPs in KCNH2 were important to the genetic based diagnosis of sudden cardiac death.
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