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Detection of biomarker and development for new combination therapy for anti-EGFR mon
oclonal antibody cetuximab in lung cancer

TAKATA, Miyako
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This study is basic research that explore the biomarker and factors overcoming dru
g resistance to anti-EGFR monoclonal antibody cetuximab in lung cancer. We found that KREMEN1 gene was ove
rexpressed and Wnt signaling pathway was hi?hly activated in cetuximab resistant cells. Therefore the inhi
bition of Wnt signaling pathway can possibility overcome the acquired resistance for cetuximab. Moreover t
his results can be applicable for lung cancer that is inherently resistance for cetuximab.
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X6 Gene set class comparisonﬂ).‘f-ﬁ%
(1) J5R1: AvbA—L, VFR2: Mt 0 — B
I
of genes p-value p-value
1000p g/ml
il Cell communication 86 0.00001 0.00063 <0.005(-)
2 Calciumsignaling pathway 106 0.00001 0.06651 <0.005(-)
3 Neuroactive ligand-receptor interaction 63 0.00001 0.00644 <0.005(-)
No.2 4 Focal adhesion 257 0.00001 0.00001 <0.005(-)
1000p g/ ml 5 ECM-receptor interaction 85 0.00001 0.00001 <0.005()
6 Hematopoietic cell lineage 66 0.00001 0.00001 0.555(-)
4 7 Complement and coagulation cascades 61 0.00002 0.00024 0.25(+)
8 Cytokine-cytokine receptor interaction 145 0.00012 0.01688 0.45(-)
4 9 Nitorogen metabolism 12 0.0005 0.00127 <0.005(+)
10  Wnt signaling pathway 140 0.00055 0.00117 <0.005(+)
wyFowdmEso—2 11 Adherense junction 145 000173 0.05303 <0.005(-)
120 12 Limonen and pinene degradation 25 0.01023 0.14895 <0.005(+)
100 13 mTOR signaling pathway 56 0.01618 0.00692 <0.005(+)
3> 80 \ 14 Regulation of actin cytoskeleton 141 001621 0.00042 <0.005(-)
B
{60 15 Ethylbenzene degradation 15 003372 016768 <0.005(+)
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