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Novel diagnostic and therapeutic method using genomic instability of breast cancer.
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High risk patients among ER-positive/HER2-negative breast cancer can be stratified
by intra-tumoral heterogeneity as a surrogate marker for genomic instability. The double-stranded DNA rat
io of tumor DNA predicted the performance of DNA from FFPE samples on the aCGH analysis. Quality control b
y this metrics can utilize valuable FFPE archival tissue on aCGH analysis. our novel diagnostic method, wh
ich targets genomic instability, can clearly distinguish cancers from benign tumors of breast intracystic
lesions with minimum invasion, thereby avoiding the need for surgical excisional biopsy. Novel therapeutic
strategy targeting genomic instability in breast cancer, which is dual administration of Olaparib and Gim
eracil, showed growth inhibition of breast cancer cell line with high genomic instability.
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Features Iz
A260/A280 ratio 0.237 (0.0589)
A260/A230 ratio -0.087 (0.4953)
dsDNA ratio -0.796 (<0.0001)

Storage time (years)

Degree of labeling (Cy5)

0.551 (<0.0001)
-0.481 (<0.0001)

P-values are shown in parentheses. A260/A280 ratio: The ratio of the absorbance at 260

and 280nm. A260/A230 ratio: The ratio of the absorbance at 260 and 230nm. dsDNA

ratio’ The ratio of the amount of double-strand DNA and total DNA in tumor DNA.
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Tumor DNA from the main tumor,
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assess the similarity of cytogenetic
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Tumor GIN was quantified by aCGH.
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