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Research for epigenetic markers and targeted therapy for malignant glioma

Saito, Kuniaki
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Genome-wide methylation analysis of over 100 gliomas including matched-pairs of in
itial low-grade gliomas and recurrent tumors identified CpG island methylator phenotype (CIMP). Remarkably
, approximately 50% of secondary glioblastomas that had progressed from low-grade tumors with the CIMP sta
tus exhibited a characteristic partial demethylation of genomic DNA during malignant progression. Demethyl
ation might be one mechanism of malignant progression. Specifically, we identified demethylation and upreg
ulation of IGFBP2 after malignant progression of low grade gliomas. IGFBP2 methylation was prognostic fact
or of malignantly progressed gliomas, and could be used as a methylation marker and a therapeutic target.
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