(®)
2012 2013

Molecular risk factors of skull base chordomas
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Chordoma is an invasive tumor that develops from notochordal remnants and frequent
ly occurs in skull base. T gene and its product (brachyury) have been recently suggested to play an import
ant role in chordoma progression. We analyzed skull base chordomas for chromosomal copy number aberrations

by comparative genomic hybridization, brachyury expression by immunohistochemistry, and T gene copy numbe

r by fluorescence in situ hybridization. Statistical analyses demonstrated that losses on chromosome 1p an
d gains on 1q, 2p, expression of brachyury, and gain of T gene were significantly associated with shorter
progression free survival. Our results suggest that brachyury-negative chordomas are biologically distinct
from brachyury-positive chordomas, and T/brachyury might be one of the best molecular therapeutic targets
of chordoma.
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