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Tumor-suppressive microRNA-145 regulates molecular pathways based on microRNA expres
sion signature in prostate cancer

Fuse, Miki
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Our recent study of microRNA (miRNA) expression signature of prostate cancer (PCa)

has revealed that the microRNA-143/145 (miR-143/145) cluster is significantly downregulated in cancer tis
sues. Restoration of miR-143 or miR-145 in PCa cell lines showed that these miRNAs significantly inhibite
d cancer cell migration and invasion, this findings suggesting that these clustered miRNAs function as tum
or suppressors. Gene expression studies and luciferase reporter assays showed that Golgi membrane 1 (GOLM1
) was directly regulated by the miR-143/145 cluster. Silencing of GOLM1 resulted in significant inhibition

of cell migration and invasion in PCa cells. Furthermore, the expression of GOLM1 was upregulated in canc
er tissues by immunohistochemistry.
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