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Measurement of HTLV-1 provirus loads in pregnant women with HTLV-1 carrier
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CR primers for HTLV-1genome were located at the pX region, while PCR primers for b
eta-globin as an internal control were on exon 2. HTLV-1 proviral load was calculated by the formula [(HTL
V-1 pX copy number)/(beta-globin copy number/2)] x10, 000 cells. 1) Quantitative PCR test of HTLV-1 infect
ion is useful for the HTLV-1 screening system in pregnant women. 2) The proviral load of HTLV-1 genome in
blood samples was decreased significantly after delivery. However, the changes of HTLV-1 proviral load may

not reflect the changes of CD4+CD25+T cells in pregnant women.3)In six pregnant women with HTLV-1 carrier

, HTLV-1 provirus was detected in umbilical blood cells, suggesting that the intrauterine infection may be
one of the mother-to-child transmitted infection of HTLV-1.
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