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Role of miR-200c/miR-141 in the regulation of epithelial-mesenchymal transition and
migration in head and neck squamous cell carcinoma

TAMAGAWA, SHUNJI
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Epithelial-mesenchymal-transition (EMT) is a critical step in tumor invasion and
metastasis, while its fate is mainly defined by the balanced expression between the miR-200 family and
ZEB transcription factors.

In this study, we observed a reciprocal correlation between miR-200c/mir-141 and ZEB1, as well as between
ZEB2 and E-cadherin expression in a panel of 13 head and neck squamous cell carcinoma (HNSCC) cell lines.
We also confirmed that the enforced expression of miR-200c and miR-141 significantly reduced the
migration capacity of HNSCC cells.
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