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Analysis of Sirt3 Gene and Mitochondrial Genome
s

Ohtsuka, Hisashi

in Japanese Patients with Presbycusi

3,200,000 960,000
12SrRNA OXHOS 13
Sirt3 SNP 1 rs4758633)

o i We found statistically significant associations in patients with presbycusis and i
n individuals with normal hearing. These data suggest that SIRT3 and IDH2 have the potential to be predisp
osing factors that can lead to presbycusis in the Japanese population.
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Table 7. Results of multivariate linear regression analysis.

Explanatory variable

N Independent variable B SE Pvalue
(Frequency)
125Hz 961insC 0.231 4.968 0.002
A3434G 0.205 8.440 0.005
Age (year) 0.355 0.188 <0.001
250Hz 961insC 0.260 5349 <0.001
A3434G 0.223 9.088 0.003
Age (year) 0.306 0.202 <0.001
500Hz G6T6A 0.188 9493 0.009
961insC 0.294 5671 <0.001
A3434G 0171 9502 0.018
Age (year) 0.281 0.211 <0.001
1000Hz 961insC 0.284 5765 <0.001
A3434G 0.161 9.790 0.024
154758633 (wild 0.167 2713 0.018
type)
Age (year) 0.365 0.218 <0.001
2000Hz 961insC 0.221 5833 0.002
A3434G 0.146 9.900 0.037
C8684T -0.159 9.796 0.022
154758633 (wild 0.174 2.744 0.012
type)
Age (year) 0.403 0.221 <0.001
4000Hz 961insC 0163 6238 0.018
A3434G 0.184 10.593 0.008
154758633 (wild 0.221 2935 0.001
type)
Age (year) 0.462 0.236 <0.001
8000Hz 54758633 (wild 0.208 3473 0.005
type)
Age (year) 0.399 0.278 <0.001
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<
rs122264697 1512226657
rsd758633
rs4758633

512226402

0.3 2.390 ‘
0.023 2.390
0.023 1.680
Fisher's exact test.

Table 6. Results of multiple logistic regression analysis.

Variable Beta coefficient 0Odds ratio 95% CT Pvalue

Age 0.141 2.388 1.079-1.228 <0.001
rs4758633 (8ir3) 0.870 1.079 1.160-4.917 0.018
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