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Analysis of microbiome in the sinonasal mucosa
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The aim of this study is to compare the difference between sinusitis patients and
healthy people on microbial flora of the sinonasal mucosa at DNA level. Bacterial samples were collected
from 12 sinusitis patients and 6 healthy people. Bacterial-specific 16s rRNA was amplified by PCR and
then digested by restriction enzyme. T-RFLP was performed and the data was analyzed. About 20 bacterial
species were contained in each sample. Normal healthy ?eople tended to have more bacterial species
compared to sinusitis patients. In normal healthy people, more number of bacterial species were
considered to get involved with prevention of disease development.

DNA T-RFLP



Receptor

HLA

12

Toll-like

microbiome

1%
DNA DNA
@
DNA

-80

@
DNA DNA
DNA PCR
-20 PCR

16s rRNA

PCR

PCR Mspl



(T-RFLP)
L AR ' ww
©) DNA . — ]
Roche GS-FLX
(4) GS-FLX
(€)) 12
6
DNA
T-RFLP  GS-FLX ®)
@) DNA 16s rRNA
PCR
1
Suzaki H Watanabe S Pawankar R
Rhinosinusitis and asthma-microbiome and
new perspectives Curr Opin Allergy Clin
Immunol 13 2013 45- 49
DOl: 10.1097/ACI.0b013e32835b346
(3) PCR Mspl
T-RFLP 1
1
Choi C PoroykoV Watanabe S Pinto M
1 1
Allergen Exposure Affects Sinonasal
18.35
Microbiota The 2013 American Academy of
23.57
Allergy, Asthma & Immunology Annual



Meeting 2013 2 24

o
WATANABE, So

20439491

@
SUZAKI, Harumi

HINOHIRA, Yasuyuki

00238320

KYO, Yoshiyuki



