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Thefdevelopment of novel treatment for oral cancer targeted on glycoprotein of cell
surface

Ishikawa, Akiko

3,300,000

a -dystroglyca
n (a -DG) LARG
E (MGAT3, MGAT5, NEU1, NEU3, Fut
8) NEU3 mRNA

In both the oral squamous cell carcinoma cell lines and clinical specimens, it
was identified that the structure in the glycosylation of a -dystroglycan (a -DG) on the cell surface
changed. It was suggested that the LARGE might be an influential gIKcosyltransferase which involved in
this structural change. Among the glycoside modifying enzymes that have been reported in other malignant
tumors (MGAT3, MGAT5, NEU1, NEU3, Fut8), the expression level of NEU3 mRNA in oral cancer tissues was
significantly higher than in normal mucosa tissues. Some specific glycoconjugates and enzymes for
glycoside modification are considered to play a essential role in the process of oral cancer development.
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