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Analysis of functional RNAs in the blood streams of pancreatic cancer patients

ENOMOTO, Tsuyoshi
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Pancreatic cancer is one of the most miserable cancers and the radical treatment i

s curative resection. To improve the prognosis of pancreatic cancer is to diagnosis in early stage. Micro

RNAs are incorporated in exosomes from cancer into blood. We analyzed blood serum from pancreatic cancer

patients and healthy volunteers. We collected exosomal micro RNAs and performed microarray analysis. Most
of the micro RNAs were down regulated in pancreatic cancer patients.
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Characteristics
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