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Regulation of microRNA genes by Sox transcription factors
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i i o A microRNA is a small non-coding RNA molecule that plays an important role
in cell differentiation and cell proliferation. However, it remains largely unknown how expression

of the microRNA gene family is controlled during embryonic development. In this study, we
investigated regulation of the microRNA genes including the mir-17-92 cluster gene, which is

indispensable for vertebrate embryogenesis and also known as cancer microRNA. We found that Sox
transcription factors are involved in the regulation of several microRNA genes.
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