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Structure and function of glycolipozyme MPlase, involved in protein
translocation across and integration into membranes

NISHIYAMA, Ken-ichi
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Structure and function of MPlase were investigated. We found that MPlase is
involved in protein integration and translocation in vivo as well as 1n vitro. We also found that
MPlase is essential for cell growth. In the reconstitution system, we proved that MPlase is
essential for integration of all the substrate membrane proteins tested. Moreover, the functional
interaction between MPlase and YidC was unveiled, strongly suggesting that MPlase functions at an
initial stage of integration, while YidC functions at a late stage. Furthermore, we demonstrated
that MPlase transforms the dimer orientation of SecYEG into an activated structure in which the
cycle of SecG inversion can occur, causing the significant stimulation of translocation.
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