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The role of chromosome-retaining RNA transcripts in homologous chromosome
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i Pairing of homologous chromosome is an essential step in meiosis that
ensures effective homologous recombination and reductional segregation in meiotic division. In

fission yeast, the formation of telomere bouquet and accompany telomere-led chromosome oscillation
align the homologous chromosomes to the same direction and effectively promote their contact and
pairing. However, the mechanisms for homologous chromosome specific recognition remain undefined.
To understand the molecular mechanisms of meiRNA promoted pairing, we screened for sme2
locus-localization protein (smp). As a result, we found ten kinds of Smp and half of them are
required for the robust pairing of the sme2 locus. These proteins are RNA binding proteins and/or
involved in transcription termination. We propose that retaining of RNA transcripts on the
chromosome play an important role in homologous chromosome recognition and pairing.
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