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Eradication of cancer cells by controlling Max and/or nucleostemin expression
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In this study, we explored the molecular bases defining the similarities between
ES cells and cancer cells through the analyses of Myc and nucleostemin which are both known as important
regulators in both cell types. First, we demonstrated that apoptotic phenotype of nucleostemin-null ES
cells was erased by the forced expression of Nanog or Esrrb. As to the Myc studies, we demonstrated that
apoptotic phenotype overexpressed with Myc in normal somatic cells reflect the intrinsic activity of Myc
free from Max association which becomes evident because the amount of Myc protein exceeds much more than
that of the endogenous Max due the forced expression. Furthermore, our data demonstrated that ES cells
and cancer cells, but not normal somatic cells, bear proteins which suppress the intrinsic apoptotic
inducing activity of Myc which is liberated from the regulation by Max.
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