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Genome epidemiologic study on lung cancer and estrogen-related genes.
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Estrogen may be implicated in the development of lung cancer. The aims of

this study were to evaluate the association between estrogen-related polymorphisms and lung cancer.
We genotyped 19 polymorphisms in Japanese. The CYP1Al rs464690 (adjusted odds ratio, 95% confidence

interval: 1.72, 1.25 - 2.38), CYP1Al rs1048943 (1.40, 1.02 - 1.92), GSTP1 rs1695 (1.48, 1.04 - 2.
11), NQO1 rs1800566 (0.62, 0.45 - 0.86), COMT rs4680 (1.65, 1.18 - 2.30), CYP2A6 deletion (1.53, 1.
05 - 2.25), CYP19Al rs3764221 (1.46, 1.06 - 2.00) and GSTM1 deletion (1.38, 1.01 - 1.89)
polymorphisms were significantly associated with lung cancer risk while other polymorphisms were
not. The interactions between either the CYP1Al rs1048943 (both multiplicative and additive
interactions) or GSTM1 deletion (multiplicative interaction) polﬁmorphism and smoking were
significant. There were no significant interactions between smoking and either of the remaining
polymorphisms.
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