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Construction of an epigenetic epidemiology database for a population cohort

MATSUBARA, Tatsuaki

13,700,000

DNA

Recently,basic goals for implementation of National Health Promotion have been
announced.Matters of significance included prevention of onset and progression of life-style related
diseases.These show multifactorial inheritance patterns,due to complex interactions among genetic and
environmental factors.In order to contribute to investigation of such complex disorders In
gegeE&Xégpigenetic epidemiology, we have performed genome- and epigenome-wide association studies (GWAS
an ;

For example,we have measured genome-wide DNA methylation levels and performed an EWAS for plasma
resistin levels in a Japanese cohort.We carried out an international collaborative
investigation,suggesting that DNA methylation may be involved in regulatory pathways linking common
genetic variants with blood pressure.

Based on such knowledge,we intend to construct an epigenetic epidemiologic database with
disease-susceptibility gene mapping and functional genomics to help control life-style related diseases.
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