©
2013 2015

"Semantics of Computational Languages for Biochemical Networks -Elucidating Local-
ity and Causality-"

Hamano, Masahiro

2,700,000

RNA mechano-chemical rule based k
appa syntax semantics K

Michaelis-Menten

We investigated the mechano-chemical pathway of RNA Transcription Elongation in
terms of computational description of stochastic process calculus. As a semantical counterpart of this,
model abstraction was investigated in comparison with quasi-steady-state (QSS) approximation for chemical
master equations. Thermodynamical meaning was also given on the stochastic models in terms of free energy
distribution for the variously congured agents and of the traditional Michaelis-Menten enzyme kinetics.
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